
 

 
Sequence alignments of the SeMT1 repeat-containing region (green) from unrelated S. enterica strains demonstrates polymorphism in the 
form of both indels (dashes) and SNPs (red).  Tm, Typhimurium; He, Heidelberg; Ne, Newport; En, Enteritidis; Mo, Montevideo; Sc, 
Schwarzengrund.   
 
Supplementary Fig. S1:  Edlind et al. (2016), Enrichment, amplification, and sequence-based typing of Salmonella enterica and other 
foodborne pathogens.  J Food Prot (in press). 
 
 

Tm-DT2       CGTGCTGGATGTTCTGGCGGACATGGCGAGGCGAGCAGCAGTGGCTGGCGGGAAACCACCATCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACG 

Tm-DT104     CGTGCTGGATGTTCTGGCGGACATGGCGAGGCGAGCAGCAGTGGCTGGCGGGAAACCACCATCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACG 

He-B182      CGTGCTGGATGTTCTGGCGGACATGGCGAGGCGAGCAGCAGTGGCTGGCGGGAAACCATCATCACAACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACG 

Ne-SL254     CGTGCTGGATGTTCTGGCGGACATGGCGAGGCGAGCAGCAGTGGCTGGCGGGAAACCACCATCACGACCACGACCACGACCACGACCACGACCACGACCA-------------------- 

En-SEJ       CGTGCTGGATGTTCTGGCGGACATGGCGAGGCGAGCAGCAGTGGCTGGCGGGAAACCACCATCACGACCATGACCATGACCATGACCATGACCATGACCATGACCATGACCA-------- 

Mo-507440-20 CGTGCTGGATGTTCTGGCGGACATGGCGAGGCGAGCAGCAGTGGCTGGCGGGAAACCACCATCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACG 

Sc-CVM19633  CGTGCTGGATGTTCTGGCGGACATGGCGAGGCGAGCAGCAGTGGCTGGCGGGAAACCACCATCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGAC---- 

             ********************************************************** ****** **** ***** ***** ***** ***** ***** 

 

Tm-DT2       ACCACGACCACGACCACGACCACGACCACGACCACGAC------CACGACCATCATGGTCACATACATCCGGAAGGTGCAACGTCAAAAGCGTATCAGGATGCCCATGAACGCGCCCATG 

Tm-DT104     ACCACGACCACGACCAC------------------------------GACCATCATGGTCACATACATCCGGAAGGTGCAACGTCAAAAGCGTATCAGGATGCCCATGAACGCGCCCATG 

He-B182      ACCAC------------------------------------------GACCATCATGGTCACATACATCCGGAAGGCGCAACGTCAAAAGCGTATCAGGATGCCCATGAACGCGCCCATG 

Ne-SL254     ----------------------------------------------------TCATGGTCACATACATCCGGAAGGTGCAACGTCAAAAGCGTATCAGGATGCCCATGAACGCGCCCATG 

En-SEJ       ----------------------------------------------------TCATGGTCACATACATCCGGAAGGTGCAACGTCAAAAGCGTATCAGGATGCCCATGAACGCGCCCATG 

Mo-507440-20 ACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCACGACCATCATGGTCACATACATCCGGAAGGCGCAACGTCAAAAGCGTATCAGGATGCCCATGAACTTGCCCATG 

Sc-CVM19633  --------------------------------------------CACGACCATCATGGTCACATACATCCGGAAGGCGCAACGTCAAAAGCGTATCAGGATGCCCATGAACTTGCCCATG 
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